Introduction 5 which is ~6500 bp in length and encodes a serine-rich repetitive sequence (Yukuhiro et 139 al., 2016). However, the structure of this exon has not yet been elucidated in detail. We 140 herein found that exon 6 of MSTRG.2477.1, the longest sericin-1 isoform identified in 141 the present study, had a length of 6234 bp (from 2,552,212 to 2,558,445 bp in 142 chromosome 11, see Supporting data 2 and Fig. 4A ) In the present study, we newly 143 identified a sericin-1 isoform that contained exon 6 with 6234 bp. We speculate that 144 this isoform corresponds to the full-length or nearly full-length transcript of sericin-1.
145
The product from this exon is enriched with serine residues and also has abundant 146 residues of glycine, asparagine and threonine (Supplemental Fig. 1 ).
147
Sericin-3 is another major silk protein that has a relatively soft texture (Takasu 
156
In contrast, a better structure is provided by gene model data for the fibroin 157 heavy chain (h-fib); this gene encodes a protein with a large and highly repetitive 
163
Transcript abundance in the silk gland 164
As described above, silk is synthesized in the SG. While the role of each SG 165 part in silk synthesis is known, the underlying molecular and genetic mechanisms 166 remain unclear. Therefore, the genes or transcripts that are strongly expressed in each 167 SG part need to be identified in order to elucidate these mechanisms. We searched for 168 transcripts that showed values of more than 30 transcripts per kilobase million (tpm) in Table 2B ). We performed a Blast search 
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